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Pathogens detection Total,
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- Parainfluenza type 1 - 4 25(18.9) n (%)
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- Coronavirus 229E 2(1.5) wag Bacteria (M. pneumoniae, L. pneumophila, B. pertussis, and C. pneumoniae)
- Coronavirus nl63 1(0.8) * fda 1 518 sansansaanu@elduinndd 1 1%
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