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madumeTlalulszndlng (Flu-RightSize) Tnsdansszuuihsedalsalduialnglulsmenua 8 Swmia ldun Wosne
AN UATWUN JUNYT WITUATATIYTE NTIVNAMTLAT T2UR uazgTeqsonll meldnisaiuaywudssinaninguddasiy
wazAuANlsAien® UssmAgniganini (U.S.CDC)
dudunisiliszislagnisiiudiegnsanssuumadumelavesianlsimeiuiadaengueinis Influenza-like
illness (IL)) wag Severe acute respiratory infection (SARI) $1u2u 120 - 200 A2ee19raaUA asavnitelneis PCR
ﬁ")ﬂ‘lgﬂm'nﬁ) Multiplex PCR respiratory panel ﬁ'ieﬂsamqm%a 23 yia*
[*Influenza A, A/HIN1 pdm2009, A/H1, A/H3, B, Coronavirus 4 strains, SARS-CoV-2, RSV, HMPV, Adenovirus, Parainfluenza virus 1,2,3,4,

Bocavirus, Rhinovirus/Enterovirus and Bacteria (M. pneumoniae, L. pneumophila, B. pertussis, C. pneumoniae) g@LLﬁiﬂﬁ 21 ey 2568]

Number of specimen collected and pathogen detected by weekly, Thailand, 2023-2024
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Pathogens detection (N=272) | Total, n Sruunaungueny deyaduaniil 21-22 Y 2568 (szvineduil 18-31 wawnnaw 2568)
(%)
Positive 155 (57) Age SARl, n | Influenza Pathogen detected
Influenza 15 (6) group (%) vaccine of Influenza, n (%) SARs- [ RSV, n |Others, n
SARS-CoV-2 50 (18) (Year) SARI, n (%)| A/HIN1 | A/H3 B total |CoV-2,n| (%) (%)
RSV A/B 2(1) (%)
Rhinovirus/Enterovirus 58 (21) <5 57 (52) 3(18) 1 (20) 1 (100) | 1(100) |3 (43)| 2(40) |1(100)| 35(71)
Parainfluenza type 1-4 21 (8) 5-17 17 (16) 1(6) 0 (0) 0 (0) 0 (0) 0() | 1(20) | 0(0) | 11 (22)
Bocavirus 3(1) 18-64 | 22(20) | 5(29) 4(80) | 0(0) | 0() |4(57)| 2(40) | 0(0) | 2(8
HMPV A/B 100 >65 | 13(12) 8 (47) 0(0) 0(0) 0() | 0] 0(0 [0 | 1
Adenovirus 6@ total |109 (100) | 17 (100) | 5(100) |1 (100)| 1 (100) |7 (100)| 5 (100) |1 (100)|49 (100)
Coronavirus OC43 2(1) "
X * Others Usznaunae Coronavirus 4 strains, HMPV, Adenovirus, Parainfluenza virus 1,2,3,4, Bocavirus,

Coronavirus 229E 1(0)

Rhinovirus/Enterovirus and Bacteria (M. pneumoniae, L. pneumophila, B. pertussis, and C. pneumoniae
Coronavirus nl63 2 (D . Xy . r
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Coronavirus hku1 4 (1)
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Tsala%a 19 wazlsamadumelady q fuwalduiiuanndy mnmsfiufednssiuau 272 518 nansaanuide 155 518 Andudesas 57 Tnewuide
Rhinovirus/Enterovirus mm‘fiqm 58 518 (21%) s9989AD SARS-CoV-2 50 518 (18%) Parainfluenza type 1-4 21 518 (8%) uam%alﬁw%a’lmy‘
15 518 (6%) mugniu WeRansaulunguifdaeiilennszuuss (SAR) $1uau 109 38 (41%) danluajilunguengtiosndn 5 3 57 1e (52%) sesaunie
ney 18 - 64 T 22 518 (20%) ngy 5 - 17 T 17 578 (16%) uazany 65 VALY 13 918 (12%) nuddu Tasnsrawuida Rhinovirus/Enterovirus
mnﬁqmniuﬁ'u 71U 30 918 (28%) muﬁ”’:m%a Parainfluenza type 3 7 518 (6%) a2 Mycoplasma pneumoniae 6 318 (6%)
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