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Tassmswauinindissddsaldnialugiansaaiuuazaauldnisszuinvaslsalininluguazlsadadoszuy
madumelaluvszndlng (Flu-RightSize) Tnsdansszuuidhsedalsaldwialugflulsmenuta 8 Smda ldud Weene
AN UATWUN JUNYT WITUATATIYTE NTIVNAMTLAT F2URN wazdeeq$onll meldmsaluaymudssinaannguddesiu
wazAuANlsAien® UssmAgniganini (U.S.CDC)

dudunsiiszilagnisiiudiegnsanssuumadumelavesditunlsimeiutadiengueains Influenza-like
illness (ILI) wag Severe acute respiratory infection (SARI) 31u2u 120 - 200 fiaee1sradunw asavidelagds PCR

#28YANTI3 Multiplex PCR respiratory panel asaunganda 23 vin*
[*Influenza A, A/HIN1 pdm2009, A/H1, A/H3, B, Coronavirus 4 strains, SARS-CoV-2, RSV, HMPV, Adenovirus, Parainfluenza virus 1,2,3,4,

Bocavirus, Rhinovirus/Enterovirus and Bacteria (M. pneumoniae, L. pneumophila, B. pertussis, C. pneumoniae) g@LLﬁiﬂﬁ 21 ey 2568]

Number of specimen collected and pathogen detected by weekly, Thailand, 2024-2025
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Total specimen Influenza

SARS-CoV-2

RSV  emea- % of Pathogen detection Others (not influenza, SARS-CoV-2, RSV)
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WasIMAWUURY dUa1vin 23 - 24 As1eEnIIIUILASREaz e latal Saldudalug a1siead wazlada 19

(52M9N99UN 1 - 14 3iquneu 2568) fnulugaenfionnisguuswazdndudesldiulFlulsmenua (SARD (N=77)

Pathogens detection Total, Sruunaungueny deyaduaniil 23 - 24 U 2568 (sEwdnedudi 1 - 14 Squneu 2568)
(N=194) n (%)
Positive 121 (62) Age SARI, Influenza Pathogen detected
Influenza 9 (5) group | n (%) [vaccine of Influenza, n (%) SARs- | RSV, | Others,
SARS-CoV-2 36 (19) (Year) SARI, n (%) A/HIN1 | A/H3 B Total | CoV-2, | n (%) | n (%)
RSV A/B 2(1) n (%)
Rhinovirus/Enterovirus 51 (26) <5 49 (64) 2 (25) 0 0 1(100) |1 (33)| 2(50) | 1(50) | 27 (T7)
Parainfluenza type 1-4 16 (8) 5-17 | 17 (22) 3(38) 0 1 (50) 0(0) [1(33)| 1(25) [ 1(50)| 8(23)
Bocavirus 503) 18-64 | 6 (8) 2 (25) 0 0 0 (0) 0 1(25) | 0(0) | 0(0)
HMPV A/B 3 =265 | 5(6) 1(13) 0 1(50) | 0(0) [1(33)| 0@ |0 | 0(0)
Adenovirus 8@ total | 77 (100) | 8 (100) 0 |2(1000] 1(100) [3 (100 4 (100) |2 (100)| 35 (100)
Coronavirus OC43 0 (0) "
X * Others Usznaunae Coronavirus 4 strains, HMPV, Adenovirus, Parainfluenza virus 1,2,3,4, Bocavirus,
Coronavirus 229E 1(1)
Rhinovirus/Enterovirus and Bacteria (M. pneumoniae, L. pneumophila, B. pertussis, and C. pneumoniae
Coronavirus nl63 4(2) o, Xy . F
* gilae 1 579 @wnsansanuelauinndn 1 1We
Coronavirus hku1 1(1) b
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: andayaniaiiseialasenis Flu-RightSize sendnsduansin 23 - 24 (Fufl 1-14 fiquisy 2568) wudn da1un1sal

Tsalada 19 wazlsamadumelady q fuwlduiuanndy nnsfiuiegnssiuau 194 518 nansaanuidle 121 518 Andudesas 62 Taewuide
Rhinovirus/Enterovirus mm‘fiqm 51 518 (26%) s99a9AD SARS-CoV-2 36 518 (19%) Parainfluenza type 1-4 16 518 (8%) uam%alﬁw%ﬂ‘lmvj
9 518 (5%) mudndu WeRarsanlungudUaeiifiennisgunss (SAR) $1uau 77 518 (40%) daulngiliunguengdesnia 5 Y 49 518 (64%) sesawnAe
ngu 5- 17 U 17 518 (22%) g 18 - 64 T 6 318 (2%) uazany 65 Vauly 5 18 (6%) M1y Tasnsaanulda Rhinovirus/Enterovirus an
figauiy S1uau 24 518 (31%) mudaeide Parainfluenza 10 598 (13%) uag Adenovirus 7 518 (9%)
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Tasiawznisinidlo Rhinovirus/Enterovirus Tunguiniiongliosndn 5 9 dufuSsaasinmuaaunisallsnagndlngda uazihssfansundszuin
nquieulunguidninuazinidey naensumsiughlianudiFesnisinuguaundiodauyanasgrainsiaia
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