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Number of specimen collected and pathogen detected by weekly, Thailand, 2024-2025
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Pathogens detection Total, Fuunaungueny deyaduniii 43 - 44 (19 AanAw - 1 WaAINIBY 2568)
(N=261) n (%)
Positive 186 (71.3) Age SARI, Influenza Pathogen detected
- Influenza 71(27.2) | | group n (%) |vaccine of Influenza, n (%) SARs-CoV-[ RSV, | Others,
- RSV A/B 44(16.9) | | (Year) SARI, n (%) AHINL | AHB 5 el 2, n (%) n (%)
- Rhinovirus/Enterovirus 31(11.9) n (%)
- HVPV A/B 20(7.7) <5 82 (60.3) 7 (58.3) 1(50) | 4(29) 0(0) 5(29.9) 0(0) 23(85.2) | 38 (67.9)
- Coronavirus hkul 1246 | 517 | 26(19.1) | 1(83) | 1(50) | 4(29) | 1(100) | 6(353) | 0(0 | 2(7.4) [11(19.6)
- Bocavirus MO g6q | 180132 | 163 | 00 | 566 | 00 | 500 | 00 | 167 | 610D
- Coronavirus nl63 7(2.7)
- Parainfluenza type 1 -4 sio || 265 | 1009 | 3@ | 00 | 1M | 00 | 169 | 00 | 167 | 108)
 Adenovirus 208 || total | 136 (100) | 12 (99.9) |2 (100) {14 (100)| 1 (100) [ 17 (100) | 0(0) |27 (100) | 56 (100)
- SARS-CoV-2 2(0.8) * Others Usenaufae Coronavirus 4 strains, HMPV, Adenovirus, Parainfluenza virus 1,2,3,4, Bocavirus,
- Coronavirus 229E 0(0) Rhinovirus/Enterovirus and Bacteria (M. pneumoniae, L. pneumophila, B. pertussis, and C. pneumoniae
- Coronavirus OC43 0(0) * e 1 98 dwnsansrawudeldunnnit 1 3o
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58980N7AB RSV A/B 44 378 (16.9) Rhinovirus/Enterovirus 31 5718 (11.9) HMPV A/B 20 518 (7.7) snuandu iiefiansanlungudUaefifiennnsjuuss (SAR)
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uazngaa1Y 65 YAulU 10 518 (7.4) Tneasaawuidle RSV A/B 28 u’mﬁqﬂ 27 518 (19.9) s99AAaIlia Rhinovirus/Enterovirus 20 318 (14.7) uag
Influenza 17 518 (12.6)
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